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e MAJOR SCIENTIFIC ACHIEVEMENTS

First description of transcriptional complexity during berry development using RNA-seq; Realization of a
genome-wide transcriptomic atlas of grapevine; Identification of key putative switch genes that induce major
transcriptomic reprogramming during grapevine development through integrated network analysis; -
Molecular basis of changes during the postharvest process in berry; Definition of a core transcriptome of
berry development; Molecular interpretation of the genotype X environment interaction; Definition of the
timing and order of the molecular events marking the onset of berry ripening in grapevine.
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