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• EDUCATION 

 
2004  PhD in Agro-industrial Biotechnology, Department of Biotechnology, University of Verona, 

Italy; Supervisor: Prof. Mario Pezzotti 
2000 Master’s Degree in Agro-industrial Biotechnology, Department of Biotechnology, University 

of Verona, Italy 
 
• CURRENT POSITION 

 
2018 -  Associate Professor in Agricultural Genetics, Department of Biotechnology, University of 

Verona, Italy 
 
• Italian PROFESSORSHIP HABILITATION 

 
October 2018 Full Professor in Agricultural Genetics  
 
• PREVIOUS POSITIONS 

 
2008 – 2018  Assistant Professor in Agricultural Genetics, Department of Biotechnology, University of 

Verona, Italy 
 
• FELLOWSHIPS 

 
2004 – 2008 Post-Doctoral Fellowships, University of Verona, Italy 
2000 – 2004 Scholarship, PhD program in Agro-industrial Biotechnology, University of Verona, Italy 
 
• TEACHING ACTIVITIES  
 
2014 – Present Plant genetics and breeding, University of Verona, Italy  
2014 – Present Grape biotechnology and genomics, University of Verona, Italy  
2011 – 2013  Cell Biology, University of Verona, Italy 
2009 – 2010 Molecular technologies, University of Verona, Italy  
2018 – Present Biomolecular and genetics technologies, University of Verona, Italy  
2021 – Present Advancements in precision grape and wine production, module New breeding technologies 

for next generation grapevine, University of Padova, Italy 
2021 – Present Plant genetics and breeding, University of Brescia, Italy 
 
• SUPERVISION OF GRADUATE STUDENTS AND POSTDOCTORAL FELLOWS  

 
2011 – Present  10 Visiting Researchers; 6 Postdocs; 3 PhD students; 7 Master’s Students; 18 Bachelor’s 

Students, University of Verona, Italy,  
2018 – Present 4 PhD student, one involved in the INVITE doctoral project, under the Marie Skłodowska-

Curie grant agreement No 754345. University of Verona, Italy 
 
• INSTITUTIONAL RESPONSIBILITIES  

 
2018 – Present  Member of the Postgraduate Committee of the PhD in Biotechnology, University of Verona, 



Italy  
2017 – Present Member of the Joint Teaching-Student Committee of the School of Science and Engineering, 

University of Verona, Italy  
2013 – Present Member of the Safety personnel representatives (RLS), University of Verona, Italy 
2011 – 2014 Member of the Postgraduate Committee of the PhD in Applied Biotechnology, University of 

Verona, Italy 
2008 – Present Faculty member, Department of Biotechnology, University of Verona, Italy 
 
 
• ORGANISATION OF SCIENTIFIC MEETINGS  
 
2021 Member of the Scientific Committee of the XI International Symposium on Grapevine 

Physiology and Biotechnology, Stellenbosch, South Africa, 31-10-2021/5-11-2021 
2021 Member of the Scientific Committee of the LXIV SIGA Annual Congress "Plant genetic 

innovation for food security in a climate change scenario", 4-09-2021/16-09-2021 
2021 Member of the Scientific Committee of the International Macrowine Conference Microvine 

2020, Verona, 23-06-2021/30-06-2021 
2018 Member of the Local Organizing Committee and of the Scientific Committee of the 62th 

Annual Congress of Italian Society of Agricultural Genetics (SIGA), Verona, Italy, 25-29 
September;  

2016 Member of the Local Organizing Committee and of the Scientific Committee of the X 
International Symposium on Grapevine Physiology and Biotechnology, Verona, Italy, 13-18 
June; 

2003  Member of the Local Organizing Committee of the 47th Annual Congress of Italian Society of 
Agricultural Genetics (SIGA), Verona, Italy, 24-27 September; 300 participants.  

 
 
• REVIEWING ACTIVITIES  

 
2019 – Present Associate Editor of BMC Plant Biology  
2018 Guest Associate Editor for Plant Breeding of Frontiers in Plant Science. Topic: “Genetics and 

Genomics of Plant Reproduction for Crop Breeding” 
2018 Scientific Evaluation, Free University of Bolzen, Bolzano, Italy  
2018 Scientific Evaluation, Czech Science Foundation, Czech Republic 
2017 Editor for Proceedings of the X International Symposium on Grapevine Physiology and 

Biotechnology (ISHS), Acta Horticulturae, Number 1188  
2017 Guest Associate Editor for Technical Advances in Plant Science of Frontiers in Plant Science. 

Topic: “Applications of Next Generation Sequencing to Unravel Horticultural Crop Responses 
and Adaptation to Environmental Stresses”  

 
• MEMBERSHIPS OF SCIENTIFIC SOCIETIES  
 
2019 – 2012 Member of the executive committee of Italian Society of Agricultural Genetics (Società di 

Genetica Agraria-SIGA) 
2018 – Present Member of International Society for Horticultural Science (ISHS). 
2009 – Present Member of Italian Society of Agricultural Genetics (Società di Genetica Agraria-SIGA) 
 
• GRANTS AND FUNDING 
 
2009 PRIN 2009, Italian Ministry of University and Research (MIUR), “Characterization of genes 

involved in berry ripening after pre-boom defoliation”, Research team leader at UNIVR ( 
2013  Joint Project 2013 "Investigation of the grape berry transcriptome plasticity among two classes 

of berries during the synchronization of ripening”, Project Coordinator and Scientific Leader, 
University of Verona, Italy 

2013 European INNOVINE Project FP7-311775 “Combining innovation in vineyard management 



and genetic diversity for a sustainable European viticulture.”, Partner of the project. 
2015 Joint Project 2015 "Innovative molecular approaches to investigate the interaction between 

cultivar Garganega and Soave volcanic soil", Project Coordinator and Scientific Leader, 
University of Verona, Italy 

2016  Joint Project 2016 “Approcci trascrittomici per lo studio dell’apirena in vite da tavola", Project 
Coordinator and Scientific Leader, University of Verona, Italy 

2017  Joint Project 2017 “Noble Rot development in harvested grapes: transcriptomic and 
metabolomic effects on different genotypes”, Project Coordinator and Scientific Leader, 
University of Verona, Italy (166.000,00 euro) 

2018  FSE project 2018, “Berry post-harvest withering for the production of new wine typologies”, 
European Social Fund (ESF) Veneto Region, Project Coordinator and Scientific Leader 
(78.000,00 euro) 

2019  Basic Research 2019, “Definition of master regulator genes of fruit ripening in grapevine”, 
Project Coordinator and Scientific Leader, University of Verona, Italy (77.333,33 euro) 

2019  Consorzio INNOVAA – Innovazione Agroalimentare (rappresentante la RIR INNOSAP) 
TITOLO PROGETTO: Innovativi modelli di sviluppo, sperimentazione ed applicazione di 
protocolli di sostenibilità della vitivinicoltura veneta (VIT-VIVE), Regione del Veneto POR 
FESR 2014 2020, Partner of the project.  

2021 Coordinator of the assignment of the specialist service to support research within the 
BIOTECH program, VITECH project "Biotechnologies applied to genetic improvement of the 
vine to increase sustainability and competitiveness of the supply chain", Lot 3 VITECH 03 
(CUP: C76C18000120001), CREA. 

 

• INVITED SPEAKER  

2017  Lien de la Vigne, Paris, France, "High throughput transcritomic and metabolic, grape quality, 
climate and grape cultivars".  

2018  XII International Conference on Grapevine Breeding and Genetics, Bordeaux, France. 
"Genetic dissection of grape berry ripening and composition".  

2019 VIII Annual Meeting of the Plant Genetics and Biotechnology Network Italian Society of Plant 
Biology, Italian Society of Agricultural Genetics, University of Padova & Fondazione 
PlantG&M. “Main regulators of berry ripening: molecular tools to cope with climate change”  

2020 7th International Horticulture Research Conference Beijing, Shanghai. “Grape berry 
development and ripening: a molecular perspective”. 

2024 Open Grapevine Physiology and Biotechnology Conference, Logrono, Spain. “What triggers 
the decision to ripen?”. 

 
 

• MANAGEMENT SKILLS 

2021 -  Co-Founder, Vice-Director of EdiVite SRL, a spin-off of the University of Verona with the 
status of innovative Startup (179/2012). Tax domicile: San Pietro Viminario (PD), Quartiere 
San Mauro 30, 35020, Padua (PD) is registered in the Padua business register with number PD 
- 460357 and tax code C.F./P.IVA IT05330590281. Operational headquarters: Department of 
Biotechnology, Strada Le Grazie 15, University of Verona, Verona. 

 
• CAREER BREAKS  

 
2001- 2002 Maternity Leave, 5 months 
2006 Maternity Leave, 5 months 
 
 



• MAJOR SCIENTIFIC ACHIEVEMENTS 
 

First description of transcriptional complexity during berry development using RNA-seq; Realization of a 
genome-wide transcriptomic atlas of grapevine; Identification of key putative switch genes that induce major 
transcriptomic reprogramming during grapevine development through integrated network analysis; -
Molecular basis of changes during the postharvest process in berry; Definition of a core transcriptome of 
berry development; Molecular interpretation of the genotype X environment interaction; Definition of the 
timing and order of the molecular events marking the onset of berry ripening in grapevine. 
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• h index: 35 
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