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CHRONOLOGY
1995: Degree in Agricultural Science at University of Padova (Italy), with a thesis on physiological and
molecular aspects of peach fruit development and ripening.
1999: PhD at University of Padova, with thesis on the evolution of the phenolic profile and the study of
phenolic-related biosynthetic gene expression during grapevine berry ripening and postharvest dehydration.
1999-2002: Post-doc position in Agricultural Genetics at the University of Verona (Italy), with research
activity in the field of functional analysis of genes through transposon mutagenesis in model plant species.
2002: Researcher in Food Science and Technology at the University of Verona.
2006-2007: Marie Curie Fellowship at the Vrije Universiteit of Amsterdam (The Netherlands), to study the
regulation of anthocyanin biosynthesis and vacuolar acidification in plant cells.
2008: Researcher in Viticulture at the University of Verona.
2018: Associate Professor of Viticulture at the University of Verona.

TEACHING ACTIVITY
Teaching in Italian university courses:
o from a.a. 2002/03 to 2008/09: Biology (6 ECTS);
o from a.a. 2004/05 to 2008/09: Physiology and Processes of the Postharvest of Grapes (3 CFU);
e a.a. 2007/08: Viticulture Il (5 ECTS);
e a.a. 2008/09 and 2009/10: Grapevine Ecology and Physiology (5 ECTS);
o froma.a. 2011/12 to 2014/15: Postharvest Physiology and Non-Conventional Processes in Enology
(4 ECTS);
e a.a. 2019/20: Territory analyses (3 ECTS);
o from a.a. 2013/14 to present: Grapevine Ecology and Physiology (6 ECTS);
e a.a.2020/21 and 2021/22: Viticulture Technics (6 ECTS);
e from a.a. 2022/23 to present: Viticulture Technics (4 ECTS);
o from a.a. 2020/21 to present: Biotechnology of fruit crops (4 ECTS);
o from a.a. 2021/22 to present: Precision management of grape ripening and post-ripening (4 ECTS).

PhD thesis supervisor:

— Dr Erika Cavallini: Unravelling the regulatory network putatively controlling flavonoid biosynthesis
in grapevine. Doctorate in Applied Biotechnology XXIV° cycle;

— Dr.ssa Laura Finezzo: Flavonoid biosynthesis in grapevine: the role of novel MYB transcriptional
regulators. Doctorate in Applied Biotechnology XXVI° cycle;

— Dr.ssa Erica D’Inca: Master regulators of the vegetative-to-mature organ transition in grapevine:
the role of NAC transcription factors. Doctorate in Biotechnology XXIX° cycle;

— Dr. Massimiliano Trenti: Investigating the genetic basis of drought stress response in grape
rootstocks. Doctorate in Biotechnology XXXI° cycle;

— Dr. Edoardo Bertini: Identification and functional characterization of master regulators of the onset
of berry ripening in grapevine (Vitis vinifera L.). Doctorate in Biotechnology XXXI° cycle.



SCIENTIFIC ACTIVITY

The main research lines includes:

- Large-scale gene expression analysis aimed at analyzing the transcriptome of the various organs of the
grapevine and at exploring the gene expression programs related to their development. In particular, this
approach has been used to study the process of grape development in vines subjected to different
cultivation conditions (e.g. different growing environments, different thermal regimes, water stress,
bunch thinning and defoliation).

- Study of the physical, biochemical and molecular aspects that characterize the grape post-harvest
dehydration process through the use of different analytical approaches. The study of transcriptional
changes through large-scale gene expression analyzes has been particularly used. Furthermore, the
effects of different environmental conditions on grape dehydration kinetics and on the biochemical
modifications induced within the berries during the process were studied.

- Gene function studies through gene silencing, insertional mutagenesis, ectopic expression and other
molecular approaches. The function of grapevine genes, including various MYB, bHLH, WRKY and
NAC type regulators were studied in relation to their involvement in polyphenol metabolism and, more
generally, to their regulatory role in the berry development process.

- Study of the molecular mechanisms regulating the accumulation of anthocyanin pigments and the
vacuolar pH, during grape ripening.

- Study of the segregation of phenological and fruit quality characters in vines obtained from breeding of
divergent grape varieties.

- Application of techniques based on optical sensors and study of the information potential of spectral
measurements on the growth, production and physiological responses of the grapevine plant.

Since 2003 he has participated in numerous national and international scientific meetings, as well as
dissemination seminars and local initiatives, presenting the results of his research activity.

Since 2004 he has been part of numerous regional national and international research projects both with
public bodies and with private production structures, in many of them assuming the position of scientific
referent and/or head of an operating unit.

The research activity is documented by the publication of 63 scientific papers indexed on SCOPUS (h-index
= 37; total citations = 3597).

Editorial boards:

- Associate Editor of Horticulture Research Horticulture Research (Oxford Academic);

- Guest Associate Editor of Frontiers in Plant Science. Research topic: Omics and systems
approaches in grapevine fruit composition to understand responses to environmental factors
and agronomical practices. (http://journal.frontiersin .org/researchtopic/4675/omics-and-
systems-approaches-in-grapevine-fruit-composit ion-to-understand-responses-to-
environmental).

- Co-Editor of the Acta of “X International Symposium on Grapevine Physiology and
Biotechnology” — Verona, 12-18 June 2016. Acta Horticulturae n. 1188; ISBN
9789462611832;.

- Technic-Scientific Board of the Journal Vite&Vino (Eds L’Informatore Agrario) from 2015
to 2021.

Peer review activity:
Australian Journal of Grape and Wine Research; Oeno One; American Journal of Enology and
Viticulture; Plant Journal; Journal of the Science of Food and Agriculture; BMC Plant Biology;
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BMC Genomics; Plant Physiology; Planta; Plant Science; Journal of Experimental Botany; Journal
of Plant Physiology; Molecular Breeding; Horticulture Research; Horticulturae.

Other assignments:

2004: Member of the Academic Board of the Doctorate in Applied Genomics for Health - University of
Verona (XX cycle);

2005-2012: Member of the Academic Board of the Doctorate in Applied Biotechnology - University of
Verona (from the XXI to the XXVIII cycle);

2013-present: Member of the Academic Board of the PhD in Biotechnology - University of Verona
(from the XXIX cycle to present).

2014-2015: member of the Academic Senate of the University of Verona

2018-present: corresponding member of the Italian Academy of Vine and Wine

2013-present: member of the Italian Horticultural Society (S.O.1.), fruit growing section.

2018-present: member of the Scientific Committee of RIVE-ENOTREND (International Exhibition of
Viticulture and Enology) — Pordenone, Italy.

2020-present: founding partner of EDIVITE, a spin-off of the University of Verona aiming to develop
and apply biotechnological methods to produce plants of genetically improved grapevine varieties.
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