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INTRODUZIONE

Vincenzo Manca si € laureato in Matematica presso ’Universita di Pisa nel 1971, dove
ha studiato e sotto al guida di Alfonso Caracciolo di Forino (Istituto di Elaborazione
dell’Informazione del CNR, dove Caracciolo ha diretto la progettazione logica della CEP,
primo calcolatore italiano) e di Ennio De Giorgi (Scuola Normale Superiore, uno dei piu
grandi matematici italiani del Novecento). E diventato Ricercatore Universitario nel 1980
e professore associato (INFO1) nel 1989, insegnando presso le Univerita di Udine e di Pisa.
La sua ricerca ha coperto vari temi di matematica discreta e informatica teorica. Dal 2002 ¢
Professore Ordinario presso ’Universita di Verona, dove si occupa di modelli matematici di
sistemi biologici e di genomica computazionale. Ha scritto diversi libri e articoli scientifici
su riviste scientifiche internazionali (Bioinformatics, BMC Genomics, BioSystems, Molec-
ular BioSystems, Bioinformatics, American J.of Bioinformatics and Computational Biol-
ogy, Journal of Bioinformatics and Proteomics Review, Mathematical BioSciences, Natural
Computing, Theoretical Computer Science, J. of Logic and Algebraic Programming, Int.
J. of Found. of Comp. Sci., Fundamenta Informaticae, J. of Symbolic logic, Oxford Hand-
books, Springer Series). Il suo libro “Infobiotics” (Springer, 400 pagine, 2013) riassume la
sua ricerca dei precedenti 12 anni. E stato visiting/invited professor in molte istituzioni
internazionali (EU, USA, Cina, Giappone) e membro del Program/Steering Committee di
circa 30 conferenze internazionali. E stato editor /referee di riviste internazionali, e ha di-
retto progetti di ricerca nazionali (FIRB, PRIN). Nel 2006 ha fondato un Corso di Laurea
di primo livello in Bioinformatica e nel 2016 una laurea magistrale in Medical Bioinformat-
ics (entrambi nella classe INFO1, esempio unico in Italia), presso 'Universita di Verona. E
stato fondatore e codirettore del Laboratorio Nazionale CINI Infolife, che riunisce circa 40
nodi italiani di centri accademici di ricerca in Bioinformatica. E stato fondatore ed & at-
tualmente direttore del Centro di BioMedicina Computazionale presso I’Ateneo di Verona.
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Ha infine fondato il Museo di Storia dell’Informatica di cui & responsabile presso il Dipar-
timento di Informatica di Verona. Nel Marzo 2011 la rivista Natural Computing gli ha
dedicato un numero speciale per i suoi 60 anni. Attualmente dirige il Gruppo di Ricerca
in “Bioinformatica e Calcolo Naturale” (10 ricercatori afferenti) presso il Dipartimento di
Informatica dell’Universita di Verona.

Manifesto di Ricerca

Negli ultimi 15 anni la mia ricerca si ¢ focalizzata sulle dinamiche cellulari e sulla analisi
di genomi con metodi informazionali e computazionali. La convinzione che ha sostenuto
queste ricerche si basa sul riconoscere un rapporto strettissimo tra informazione e vita ai
vari livelli di organizzazione dei processi metabolici e replicativi cellulari. Il ruolo del calcolo
nell’analisi dei processi vitali non € solamente quello, seppur importante, di elaborare i dati
che provengono dai laboratori biologici, ma anche quello di scoprire principi intrinseci ai
calcoli naturali che la cellula svolge per realizzazione le sue funzionalita primarie e le sue
strategie evolutive che determinano le forme viventi. La vita ¢ informazione rappresentata
ed elaborata per mezzo di molecole e questa semplice constatazione richiede una profonda
prospettiva informazionale da integrare con quelle condotte dai biochimici a dai biologi
molecolari. Sono convinto che lungo questa linea di ricerca, che comincia ad emergere
in vari centri di ricerca, si possano ottenere chiavi di comprensione del tutto nuove nello
studio delle funzioni e delle disfunzioni cellulari.

CAMPI DI RICERCA (INDICATI IN INGLESE)

Computational Genomics (2009-2015)
Computational Systems Biology (2002-2015)
Bioinformatics (2002-2015)

Natural Computing (2002-2014)

Formal Languages (1990-2008)

Discrete Mathematics (1990 -2008)
Algorithms and Computability (1980-1998)
Mathematical Logic (1972-2000)

Publicazioni: 190. (Lista alla fine, orcid.org,/0000-0002-1304-0277, https://iris.univr.it/)
Riviste Internazionali: 61, Libri: 21
Capitoli in libri: 54, Atti di Conferenze: 52, Voci Enciclopediche: 2.
PROGETTI DI RICERCA
e PRIN 2004 PI: Symbolic Models of cellular dynamics (24 months)
e FIRB 2003 PI: Biomolecular Algorithms for NP complete problems (36 months)
COMITATI DI PROGRAMMA DI CONFERENZE INTERNAZIONALI

(1) J. of Bioinformatics and Proteomics Review (since 2014)
(2) Triangle: Languages Mathematical Approaches (since 2012)
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3) FBTC 2008 (Iceland) PC member

4) COMPMOD 2009 (the Netherlands) PC member
5) MeCBIC 2009 (Italia) PC member

6) AFLAS 2008 (China) PC member

7) UC 2007 (Canada) PC member

8) UC 2009 (Portugal) PC member

9) NICSO 2008 (Spain) PC member

0) NICSO 2010 (Spain) PC member

1) WIVACE 2009 (Italy) PC member

2) FBTC 2007 (Portugal) PC member

3) ForLing (Spain) PC member

4) TWNC 2007 (Japan) PC member

5) IWNAC 2009 (Spain) PC member

6) WMCO06 2005 (Austria) PC member

7) WMCO07 2006 (The Netherlands) PC member
8) WMCO08 2007(Greece) PC member

9) HPCC-08 (China): PC member (China)
0) Steering Committee of Membrane Computing Conference (2010-2015)

1) MC11 2010 (Germany) PC member

2) MC12 2011(France) PC member

3) MC13 2012 (Hungary) PC member

4) MC14 2013: (Moldova) PC member

5) ACM 2012 (China) PC member

6) IWINAC 2007 (Spain) PC member

7) IWINAC 2009 (Spain) PC member

8) IWINAC 2010 (Spain) PC member

9) IWINAC 2011 (Spain) PC member

0) TPNC 2012 (Spain) PC member

1) IWNC 2012 (Japan) PC member

2) IWNC 2013 (Japan) PC member

3) CIBB & PRIBB 2013 (France) PC member

4) CMC16 2015 (Spain) PC member

5) CINI (National Consortium of Italian Universities for Informatics, Scientific Com-
mittee of National Laboratory Infolife, since 2013)

(36) UCNC 2017 (Unconventional Computation and Natural Computation 2017, June
5-9, 2017), University of Arkansas

CoRsI E CONFERENZE SU INVITO

MFCS (Mathematical Foundation of C.S.)1998, Brno (DNA Computing)
Computing with Biomolecules, Mangalia (Black Sea) 1997

Membrane Computing Conferences (2002, 2004, 2006, 2009, 2013, 2015)
Universities of Beijng and Whuan (2006)

~— — — —
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Universita di Catania (2007)
Univertitat Rovira i Virgili, Tarragona (2007)
Universities of Kyoto, Nagoya (2007)
Univertidad de Sevilla (2008)
Centro Internazionale di Bertinoro (2008)

Universita di Pisa (2008, 2009)

Universita Federico II di Napoli (2009)

Univesidad Complutense de Madrid (2010)

Scuola Internazionale di Lipari (2010)

University Eotvos Lordnd of Budapest (2013)

Universita di Roma IIT (2013)

CNR - AICA Didamatica 2013, Pisa (2013)

IIT (Ttalian Institute of Technology) Genova (2013)

CMC16 (Membrane Computing Conference), Valencia (2015)

INDICI E RICONOSCIMENTI

Erdés Number: 3
(Erdés — Solomon Marcus — Gheorghe Paun — Vincenzo Manca. Arrow means coau-
thorship. Paul Erdos € uno dei pitt importanti matematici del '900. L’indice indica la
distanza da Erdds come co-autore di articoli matematici).

H-index: > 23 (Microsoft Academic Search), > 21 (Google scholar), > 13 (Scopus).
(Scopus manca di piu del 50% di pubblicazioni).

Excellence Diploma of Decennale di “Membrane Computing”:
“awarded to V.M., a forerunner of Membrane Computing, the creator of MP systems
area, the most original and systematic framework for biological applications in terms of
membrane computing” (Gheorghe Paun, Presidente della Conferenza WMC10, 2009)

Numero Speciale dedicato a V. Manca
Natural Computing, Volume 10, Number 1, March 2011. Part I: Special Issue “Modelling
Bioprocesses” “Dedicated to Prof. V. Manca on the Occasion of his 60th Birthday (Fore-
word by Roberto Barbuti, Giuditta Franco and Gheorghe Paun)”. Guest Editors: Roberto
Barbuti, G. Franco, Gheorghe Paun, Jon Timmis, Paul S. Andrews, Susan Stepney and
Russell Deaton.

Global Medical Discovery
Key Scientific Article Contributing to excellence in biomedical research, January 11, 2015.
htps://globalmedicaldiscovery.com/category /key-scientific-articles /page/2/
11 lavoro [9] usa le MP grammatiche, introdotte da V.M. nel 2004, nella analisi delle espres-
sioni genetiche permettendo la scoperta di un meccanismo sconosciuto nella regolazione
associata ad un tipo di tumore al seno.

COMITATI DI APPARTENENZA DELL'UNIVERSITA DI VERONA

(1) Presidente del Corso di Laurea in Bioinformatica (2007-2010)
(2) Presidente del Corso di Laurea in Informatica (2008-2010)
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(3) Comitato Scientifico “Biblioteca Meneghetti” (2003-2010)
(4) Rappresentante di Facolta del Progetto“Tandem Universita-Scuola” (2003-2006)
(5) Presidente del Centro di BioMedicina Computazionale (dal 2012)

COMITATI DI VALUTAZIONE SCIENTIFICA

(1) 10 “PhD Evaluation Boards”

(2) “Referee” di 4 progetti internazionali (Pisa, Sevilla, Macao, Leiden)

(3) “Referee” per le riviste scientifiche: Theoretical Computer Science, Fundamenta
Informaticae, Mathematical Review, Applied and computational mathematics, Dis-
crete Mathematics, Natural Computing, Systems Bioinformatics, BMC Genomics.

INSEGNAMENTI PRESSO L'’UNIVERSITA DI VERONA

(1) Metodi Informazionali - Bioinformatica (2006-2016)

(2) Modelli Biologici Discreti - Bioinformatica (2015-2016)

(3) Calcolo Naturale - Magistrali di Informatica-Ingegneria Informatica e “Medical
Bioinformatics” (2002-2014)

(4) Teoria dell'Informazione - Magistrale di Informatica-Ingegneria Informatica (2002-
2009)

(5) Calcolo non convenzionale - Magistrale di Informatica (2002-2008)

(6) Infobiotica - Magistrale in Biotecnologie (2007-2009)

(7) Informatica di Base - Magistrale di Informatica (2002-2005)

Relatore di 50 Tesi Magistrali, 8 Tesi di Dottorato (ora ricercatori con posizioni perma-
nenti in Centri di Ricerca).

PUBLICATIONS

Manca, V. A Note on Archimedes’ The Sand Reckoner. Cornell University Library ArXiv.org, 2018.
Manca, V. Topics in Discrete Mathematics. To appear, 2018.

Manca, V. Principi Informazionali. To appear, 2018.

Manca, V. A Brief Philosophical Note on Information. In Towards Integrative Machine Learning
and Knowledge Extraction. LNCS 10344, Springer, 2017.

Manca, V. Multiset generalization of balanced chemical reactions. Bulletin of the International
Membrane Computing Society, I M C S, 11:157-158, 2016.

Manca, V. The Infinite Egg. In Liber Amicorum For G. Rozenberg, pages 90-93. Turku Center for
Computer Science, 2017.

Franco G. and Manca, V. Case study: Decoding genomic information. In S. Stepney and M. Amos,
editors, Computational Matter. Springer, 2017.

Manca, V. The principles of informational genomics. Theoretical Computer Science C, 2017.
Manca, V. An informational proof of H-theorem. OALib Journal (Modern Physics), 2017.

Manca, V. Mathematical laws of genomes. Journal of Bioinformatics and Proteomics Review, 3(1),
1-2, 2016.

Manca, V. Grammars for Discrete Dynamics. In Andreas Holzinger, editor, Machine Learning for
Health Informatics - LNAI 9605, pages 37-58. Springer, 2016.

V. Bonnici and Manca, V. Informational laws of genome structures. Scientific Reports, 6, 28840,
2016.
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Manca, V. Research lines in infogenomics. Journal of Bioinformatics and Proteomics Review, 1(1),
1-4, 2015.

V. Bonnici and Manca, V. Recurrence distance distributions in computational genomics. Amer. J.
Bioinformatics € Computational Biology, Vol. 3, N. 1:5 — 23, 2015.

Manca, V. Infogenomics: Genomes as information Sources. In Arabnia Hamid R. Tran Quoc Nam,
editor, Emerging Trends in Applications and Infrastructures for Computational Biology, Bioinformat-
ics, and Systems Biology, pages 317-324. Elsevier - Morgan Kauffman, 2016.

Manca, V. Information theory in genome analysis. In M. Gheorghe and I. Petre, editors, Membrane
Computing, CMC16, pages 1-16. LNCS 9504, Springer, 2015.

R. H. Guiraldelli-Gracini and Manca, V. Automatic translation of mp+v systems to register ma-
chines. In M. Gheorghe and I. Petre, editors, Membrane Computing CMC16. LNCS 9504, Springer,
2015.

Manca, V. Outlines of an informational approach to computational genomics. In G. Rozenberg,
A. Salomaa, J. Sempere, and C. Zandron, editors, Gheorghe Paun’s 65th Birthday Festschrift Volume,
pages 282-293. Spandugino, Romania, 2015.

A. Castellini, D. Paltrinieri, and Manca, V. Mp-geneticsynth: Inferring biological network regula-
tions from time series. Bioinformatics, 31:785-787, 2015.

L. Marchetti and Manca, V. Mptheory java library: a multi-platform java library for systems biology
based on the metabolic p theory. Bioinformatics, 31:1328-1330, 2015.

V. Bonnici and Manca, V. Infogenomics tools: a computational suite for informational analysis of
genomes. Journal of Bioinformatics and Proteomics Review, 1:7-14, 2015.

Manca, V. On the lexicographic representation of numbers. Cornell University Library ArXiv.org,
pages 1-15, 2015.

A. Bollig-Fischer, L. Marchetti, C. Mitrea, J. Wu, A. Kruger, Manca, V., and S. Draghici. Modeling
time-dependent transcription effects of her2 oncogene and discovery of a role for e2f2 in breast cancer
cell-matrix adhesion. BIOINFORMATICS, 30:3036-3043, 2014.

Manca, V. and L. Marchetti. Recurrent solutions to dynamics inverse problems: A validation of mp
regression. J. of Applied €& Computational Mathematics, 3:1-8, 2014.

Manca, V., L. Marchetti, and I. Zelinka. On the Inference of Deterministic Chaos: FEvolutionary
Algorithm and Metabolic P System Approaches, chapter Evolutionary Computation (CEC), 2014
IEEE Congress on, Beijing, pages 1483-1488. IEEE, 2014.

A. Castellini, G.and Manca, V. Franco, R. Ortolani, and A. Vella. Towards an mp model for b
lymphocytes maturation. In O. H. (Ed.) Ibarra, editor, UCNC 201/, pages 80-92. Springer, LNCS
8553, 2014.

Marchetti L., Manca, V., R. Pagliarini, and A. Bollig-Fischer. Applications of Membrane Computing
in Systems and Synthetic Biology, chapter MP Modeling for Systems Biology: Two Case Studies, pages
223-245. Springer Verlag, 2014.

Manca, V. and G. Pardini. Morphogenesis through moving membranes. Natural Computing, 13:403—
419, 2014.

Manca, V., A. Castellini, G. Franco, L. Marchetti, and R. Pagliarini. Metabolic p systems: A
discrete model for biological dynamics. Chinese Journal of Electronics, 22:717-723, 2013.

Manca, V. Algorithmic models of biochemical dynamics: Mp grammars synthesizing complex oscil-
lators. International Journal of Nanotechnology and Molecular Computation, 3:24-37, 2013.
Manca, V. and L. Marchetti. An algebraic formulation of inverse problems in mp dynamics. Inter-
national Journal of Computer Mathematics, 90:845-856, 2013.

A. Castellini, M. Zucchelli, M. Busato, and Manca, V. From time series to biological network
regulations: an evolutionary approach. Molecular BioSystems, 9:225-233, 2013.

Manca, V. Membrane Computing, chapter An Outline of MP Modeling Framework, pages 47-55.
Springer-Verlag, 2013.

Manca, V. Infobiotics: information in biotic systems. (400 pages) Spinger, 2013.
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A. Castellini, G. Franco, and Manca, V. A dictionary based informational genome analysis. BMC
Genomics, 13:485-499, 2012.

Manca, V. and L. Marchetti. Solving dynamical inverse problems by means of metabolic p systems.
BioSystems, 109:78-86, 2012.

Manca, V. and M. D. Jimenez Lopez. Gns: Abstract syntax for natural languages. Triangle, 8:55-79,
2012.

R. Lombardo and Manca, V. Milieu-m: Visual manipulation and programming for multi-membranes.
International Journal of Information Theories and Applications, 19:319-327, 2012.

Manca, V. La Faraona Ripiena, chapter I doni di Prometeo, pages 28-35. Mursia Milano, 2012.
Manca, V. 13th International Conference on Membrane Computing, chapter MP systems for systems
biology, pages 55-57. Springer Verlag, 2012.

R. Pagliarini, O. Agrigoroaiei, G. Ciobanu, and Manca, V. 13th International Conference on Mem-
brane Computing, chapter An Analysis of Correlative and Static Causality in P Systems, pages 351—
368. Springer Verlag, 2012.

L. Marchetti and Manca, V. Membrane Computing, CMC 2011, volume 7184, chapter A Methodol-
ogy Based on MP Theory for Gene Expression Analysis, pages 300-313. Springer Verlag, 2012.
Manca, V. and R. Lombardo. Computing with multi-membranes. In Membrane Computing CMC12,
volume 7184/2012. Springer Verlag, 23-26 August, 2011 2012.

G. Franco and Manca, V. On synthesizing a replicating metabolic system by membrane systems.
ERCIM News, 85:21-22, 2011.

Manca, V., Marchetti L., and Pagliarini R. Mp modeling of glucose-insulin interactions in the
intravenous glucose tolerance test. International Journal of Natural Computing Research, 3:13-24,
2011.

G. Franco and Manca, V. Algorithmic applications of xpcr. Natural Computing, 10:805-819, 2011.
Manca, V. and L. Marchetti. Log-gain stoichiometric stepwise regression for mp systems. Interna-
tional Journal of Foundations of Computer Science, 22:97-106, 2011.

R. Lombardo and Manca, V. Arithmetical metabolic p systems. In Foundations on Natural and
Artificial Computation, volume 6686/2011, pages —. Springer Verlag, May 30 - June 3, 2011.

R. Pagliarini and Manca, V. Inference of biological pathways by integrating different kinds of cor-
relation indexes. In Molecular Systems Biology, pages 102-102, 8-12 May 2011.

A. Castellini, G. Franco, and Manca, V. Hybrid functional petri nets as mp systems. Natural Com-
puting, 9:61-81, 2010.

Manca, V., M. Gheorghe, and F. J. Romero-Campero. Deterministic and stochastic p systems for
modelling cellular processes. Natural Computing, 9:457-473, 2010.

Manca, V. and L. Marchetti. Metabolic approximation of real periodical functions. J. of Logic and
Algebraic Programming, 79:363-373, 2010.

Manca, V., J. Suzuki, and Y. Suzuki. Language as a Complex System:, chapter An XML Represen-
tation of Basic Japanese Grammar, pages 215-244. Cambridge Scholars Publishing, 2010.

Manca, V. and L. Marchetti. Membrane Computing CMC11, volume 6501, chapter Golbeter’s mitotic
oscillator entirely modeled by MP systems, pages 273—284. Springer Verlag, 2010.

Manca, V. Metabolic P Systems, volume 5(3), pages 9273-9273. Scholarpedia, 2010.

Manca, V. Membrane Computing, WMC 2009, volume LNCS 5957, chapter From P to MP systems,
pages 74-94. Springer, 2010.

A. Castellini, Manca, V., and Y. Suzuki. Membrane Computing, WMC 2009, volume LNCS 5957,
chapter Metabolic P system flux regulation by artificial neural networks, pages 196-209. Springer,
2010.

G. Franco, S. Lampis, G. Vallini, and Manca, V. Toward an experimental evidence of genetic drift.
In Proceedings of the 16th Int. Conf. on DNA Computing and Molecular Programming - DNA16,
pages 204-205, 14-17 June 2010.
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G. Franco, S. Lampis, G. Vallini, and Manca, V. The phenomenon of sampling and growing in
bio-populations. In 14th International Meeting on DNA Computing - DNA1/, pages 187-188. Silesian
University, Opava, Czech Republic, 2-6 June 2008.

Manca, V. The Ozford Handbook of Membrane Computing, chapter 19 Fundamentals of metabolic
P systems, pages 475-498. Oxford University Press, 2010.

Manca, V. The Ozford Handbook of Membrane Computing, chapter 20 Metabolic P dynamics, pages
499-528. Oxford University Press, 2010.

R. Pagliarini, Bianco L., Manca, V., and C. Bessant. Linking bistable dynamics to metabolic p
systems, pages 205-218. Fénix Editora, February 1-5 2010.

G. Franco, Manca, V., and R. Pagliarini. Membrane Computing, volume LNCS 5957, chapter Reg-
ulation and covering problems in MP systems, pages 242-251. Springer Verlag, August 24-27, 2009
2010.

Manca, V. and R. Jimenez-Lopez, Dolores M. Recombination patterns for natural syntax. In J Mira,
J M Ferrandez, J R Alvarez, F DelaPaz, and F J Toledo, editors, Methods and Models in Artificial
and Natural Computation, PT I, volume LNCS 5601, pages 315-324. Springer Verlag, JUN 22-26
2009.

R. Pagliarini, G. Franco, and Manca, V. An algorithm for initial fluxes of metabolic p systems.
International J. of Computers, Communications & Control, 4:263-272, 2009.

Manca, V., R. Pagliarini, and S. Zorzan. A photosynthetic process modeled by a metabolic p system.
Natural Computing, 8:847-864, 2009.

Manca, V. Algorithmic Bioprocesses, chapter Log-Gain Principles for Metabolic P Systems, pages
585-605. Springer Verlag, 2009.

A. Castellini and Manca, V. WMC9 2008, volume LNCS 5391, chapter MetaPlab: A Computational
Framework for Metabolic P Systems, pages 157-168. Springer Verlag, 2009.

Manca, V. WMC9 2008, volume LNCS 5391, chapter Enumerating Membrane Structures, pages
299-310. Springer Verlag, 2009.

Manca, V., R. Pagliarini, and S. Zorzan. WMC9 2008, volume LNCS 5391, chapter Toward an MP
Model of Non-Photochemical Quenching, pages 299-310. Springer Verlag, 2009.

A. Castellini, G. Franco, and Manca, V. Toward a representation of hybrid functional petri nets by
mp systems. In Proceedings in Information and Communications Technology - PICT, volume 1, pages
28-37. Springer Japan, Dec 10-13, 2007 2009.

Manca, V. and L. Marchetti. Xml representation of metabolic p systems. In CEC 2009, pages
3103-3110, Trondheim — NOR, May 18-21, . 2009. IEEE.

R. Pagliarini and Manca, V. The discovery of initial fluxes of metabolic p systems. In Proceedings of
the Seventh Brainstorming Week on Membrane Computing, volume II, pages 115-126. Fénix Editora,
February 2 - 6, 2009.

A. Castellini and Manca, V. Learning regulation functions of metabolic systems by artificial neural
networks. In Genetic and Evolutionary Computation Conference, GECCO 2009, Proceedings, Mon-
treal, Quebec, Canada, July 8-12, 2009, pages 193-200. ACM, 8-12 Luglio 2009.

G. Scollo, G. Franco, and Manca, V. Relational state transition dynamics. J. of Logic and Algebraic
Programming, 76:130-144, 2008.

Manca, V. and G. Franco. Computing by polymerase chain reaction. Mathematical Biosciences,
211:282-298, 2008.

F. Fontana and Manca, V. Predator-prey dynamics in p systems ruled by metabolic algorithm.
BioSystems, 91:545-557, 2008.

Manca, V. The metabolic algorithm for p systems: Principles and applications. Theoretical Computer
Science, 404:142-155, 2008.

A. Castellini, Manca, V., and L. Marchetti. Studies in Computational Intelligence, volume 129,
chapter MP Systems and Hybrid Petri Nets, pages 53—-62. Springer, 2008.
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Manca, V. Annali del ”Gargallo”, chapter Divagazioni Matematiche Siracusane, pages 80—-84. Mor-
rone Editore, Siracusa, 2008.

Manca, V., G. Franco, S. Lampis, and G. Vallini. The phenomenon of sampling and growing in bio-
populations. In DNA 1j: Proceedings of the 14th International Meeting on DNA Computing, pages
187-188, Opava — CZE, June 2-6, 2008. Silesian University.

Manca, V. Aspetti di storia del calcolo. Dipartimento di Informatica, Universita di Verona, 2008.
Manca, V. Metabolic p systems for biochemical dynamics. Progress in Natural Science, 17:384-391,
2007.

F. Fontana and Manca, V. Discrete solutions to differential equations by metabolic p systems.
Theoretical Computer Science, 372:165-182, 2007.

Manca, V. and Bianco L. Biological networks in metabolic p systems. BioSystems, 372:165-182,
2007.

Manca, V. Metodi Informazionali per il Corso di laurea in Bioinformatica. Aracne, Roma, 2007.

L. Bianco, Manca, V., L. Marchetti, and M. Petterlini. Psim: a simulator for biomolecular dynamics
based on p systems. In Evolutionary Computation, volume 2007 IEEE (CEC 2007), pages 883-887.
IEEE, September 25-28 2007.

Manca, V. Metabolic dynamics by mp systems. In FRCIM Interlink 2007, pages 40-46. ERCIM,
May 19-12, 2007.

Manca, V. Discrete simulations of biochemical dynamics. In DNA Computing, pages 81-90, June
4-8, 2007.

Manca, V. Dna computing. Mondo Digitale, 4:19-32, 2006.

L. Bianco and Manca, V. Symbolic generation and representation of complex oscillations. Interna-
tional Journal of Computer Mathematics, 83-7:549-568, 2006.

H. Bordihn, H. Fernau, M.Holzer, Manca, V., and C. Martin-Vide. Iterated sequential transducers
as language generating devices. Theoretical Computer Science, pages 67-81, 2006.

P. Bottoni, A. Labella, Manca, V., and V. Mitrana. Superposition based on watson-crick-like com-
plementarity. Theory of Computing Systems, 39:503-524, 2006.

L. Bianco, F. Fontana, and Manca, V. P systems with reaction maps. International Journal of
Foundations of Computer Science, 17:27-48, 2006.
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