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Education
1998: Laurea degree in Biotechnology, University of Verona (110/110 cum laude)
2001-2004: PhD in Botany, University of Cologne — Germany

Job Experiences:

1998-2000: Research Fellowship, Istituto Agrario San Michele all’ Adige-Trento

2004-2007: Post-Doc Max Planck Institute for Plant Breeding Research of Cologne (in the
frame of an European Project)- Germany

2007-2008: Post-Doc, University of Udine, Agronomy University

2008: Post-Doc, University of Verona, Department of Biotechnology

2009-2014: Assistant Professor in Plant Genetics

Current position: Associate Professor in Plant Genetics, University of Verona, Department of
Biotechnology

Abilitazione scientifica nazionale as Full Professor for the SSD 07/E1 (CHIMICA AGRARIA,
GENETICA AGRARIA E PEDOLOGIA) since November 21% 2023.

Academic Teaching and other academic activities:

2009: Biomolecular Technologies, bachelor’s degree in Biotechnology L2, University of Verona
(1CFU).

2009-2013: Genomics and Transcriptomics, master degree in Biotechnology LM7, University of
Verona (4 CFU),

2014-present: Transcriptomics, module of the Course in Omic Sciences master degree in
Biotechnology LM7, University of Verona (4 CFU)
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2014-present: Methods in Genetics (4-5 CFU) bachelor’s degree in Biotechnology L2, University of
Verona.

2019-present: Molecular genetics and plant breeding, master degree in Biotechnology LM7,
University of Verona (3 CFU),

2021-present: Varietal and genetic identity in grapevine, master degree in Viticulture, Oenology and
the Wine Market LM69, University of Verona (3CFU)

2022-present: Plant breeding, bachelor’s degree Sistemi agricoli sostenibili, University of Brescia (3
CFU)

19-23 December 2016: invited to held the post-graduate special Course "Methods for large scale gene
expression analysis”, Course in Modern Biochemistry, College of Life Sciences of the Nanjing
Agricultural University, P.R. China

June2023: RNASeq Course for the PhD program in Biotechnologies of University of Verona

Since 2009 supervised 21 bachelor thesis, 8 master thesis and 7 PhD thesis

PhD Committee member: University of Bari (in 2022 and 2024), University of Piacenza (in 2012),
University of Padova (in 2018), Université de Nice-Sophia Antipolis (in 2018) and University of
Verona (2018 and 2017)

Committee member for master, bachelor degrees and regular teaching courses exams at University
of Verona

Institutional activities:

Referente CdS (coordinator), bachelor’s degree in Biotechnology L2, University of Verona and
President of Quality Assurance committee (2019-present).

Member of teaching staff PhD program in Biotechnologies, University of Verona (2011-2020; 2023-
present).

Member of the Council at Biotechnology Department (2009-present).

Research activity

I have been working in plant genetics, both on model plant species as well as in crops. My work is
focused on plant genetics and breeding. | worked on characterization of plant pathogen interaction
mechanisms both in Arabidopsis thaliana as well as in grapevine system. Recently my research
activity has been focused on the dissection, by mean of genetic approaches, of grapevine response to
abiotic stress and regulation of grapevine phenology as well as on studying genetic diversity in
grapevine.

Funded Projects

“Sviluppo di metodologie genetiche avanzate per I’identificazione di specie ittiche”, Bando Joint
Project 2009 University of Verona (2010-2013)



“Functional genomic and fisiological studies of the pathosystem Fusarium verticillioides — maize”
PRIN 2009 (2011-2014)

“Characterization of NO signaling in plant hypersensitive cell death and establishment of novel NO-
donors for plants”, Bando Joint project 2012 University of Verona (2013-2016)

“Sviluppo di protocolli per la produzione di librerie "mate-pair" per il sequenziamento de-novo di
genomi complessi” Fondo Sociale Europeo 2012, Regione Veneto, Azione assegni di ricerca (2013-
2014)

“Implementazione di sistemi per la rintracciabilita nella filiera alimentare” ammesso a finanziamento
da parte del Fondo Sociale Europeo 2013, Regione Veneto, Azione assegni di ricerca (2014-2015)

"ldentificazione dei geni che controllano la maturazione in vite mediante uno studio di associazione
per geni candidati” Bando Joint Project 2015 University of Verona (2016-2019)

“Sviluppo di popolazioni di vite per Next-generation breeding” Bando Joint Project 2016 University
of Verona (2017-2020)

“Selezione assistita e valutazione agronomica di viti resistenti a Plasmopara viticola ottenute
dall’incrocio di Corvina con un vitigno resistente” Fondo Sociale Europeo 2018, Regione Veneto,
Azione assegni di ricerca (2018 -2019)

“Valutazione di possibili sorgenti genetiche potenzialmente utili per il miglioramento dell’uva da
tavola” Bando Joint Project 2018 University of Verona (2019-2023)

“Valorizzazione della biodiversita in accessioni di frumento di origine algerina per ’identificazione
di tratti di resilienza allo stress termico ed idrico, utili allo sviluppo di varieta migliorate piu adatte ai
cambiamenti climatici” PON “Ricerca e Innovazione” 2014-2020, Azione IV.6 “Contratti di ricerca
su tematiche Green” D.M. 1062 10.08.2021 (2022-present)

“Valutazione di selezioni di viti resistenti per la produzione viticola locale e sviluppo di nuovi
processi di selezione assistita per le varieta del territorio” Bando Ricerca e Sviluppo 2021-2022
Fondazione CARIVERONA (2022-present)

“Combining seedlessness and durable resistance in table grape” Joint Research 2022, University of
Verona

“New tools for seedlessness in suistainable table grapes” PRINPNRR 2022 (2023-present)

“Caratterizzazione di tratti di resilienza a stress abiotico in landraces algerine e produzione di
materiali per la coltivazione sostenibile del frumento duro” FSE 2023

Congress participation as speaker or chair

“Evaluation of different methods to analyse grapevine AFLPs” 3rd Italian workshop on Genome
Research, 1999 Mattinata

"Intravarietal DNA polymorphisms in grapevine (V. vinifera L.)", International Symposium on

Molecular Markers for characterizing genotypes and identifying cultivars in horticulture (ISHS)
Montpellier 6-8 March 2000.

"Combining next-generation pyrosequencing with microarray for large scale expression analysis in
non-model species” 53esimo Convegno Annuale della Societa Italiana di Genetica Agraria, Torino
16-19 September 2009.

"ldentifying candidate genes involved in NO signaling during cell death" 54esimo Convegno Annuale
della Societa Italiana di Genetica Agraria, Matera 27-30 September 2010.



"Ruolo dell'NO in pianta durante l'interazione pianta-patogeno” iNOS: Convegno della societa
italiana Ossido Nitrico 27 September 2013.

"Plants can disarm pathogen's virulence machinery by S-nitrosylation of bacterial effectors™” Baeza in
Spagna 15-18 October 2014

"An integrated meta-QTL and transcriptomic data mining approach to select candidates controlling
veraison time in grapevine”, XII International Conference on Grapevine Breeding and Genetics,
Bordeaux 15-20 July 2018

"Transcriptome modulation associated to Nitric Oxide induced Cell Death” 7th Plant Nitric Oxide
International Meeting, Nizza 24-26 October 2018.

"Integration of meta-QTL and transcriptomic data to select candidate genes controlling veraison time
in grapevine" Venice 30 September-04 October 20109.

"Flash Talk presentation” dal titolo "Understanding the genetic determinism of phenological and
quality traits in ‘Corvina’ grape variety for selection of improved genotypes" MACROWINE2021,
23-30 June 2021.

"Le informazioni dalle analisi e sequenziamento del DNA dei vinaccioli” Project presentation In
Veronensium mensa. Food and Wine in ancient VVerona, 30 March 2023, VVerona.

Co-chair of session "Genetics and breeding for disease resistance in plant” 63esimo Convegno
Annuale della Societa Italiana di Genetica Agraria, Napoli 10-13 September 2019.

Co-chair of session "NO signaling in plants” 7th Plant Nitric Oxide International Meeting, Nizza 24-
26 October 2018

Participation to Scientific societies and congress organization

Member of the Italian Society of Agricultural Genetics (SIGA)
Participation to the Local organizing committee of Plant Oxygen Group 2015,
Participation to the Local organizing committee of LXII Convegno Annuale SIGA in 2018

Participation to the Local organizing committee of 10th International Symposium on Grapevine
Physiology and Biotechnology in 2016

Reviewer and editorial activity:

Reviewer for Journal of experimental Botany, Plant physiology, Theoretical and applied Genetics,
Scientific Report, Horticulture Research, BMC Genomics, BMC Plant Biology, Australian Journal
of Grape and Wine research.

Review Editor for Journal Frontiers in plant Science section Plant Abiotic Stress (2018-present)

Co-Guest Editor Special Issue "Molecular Breeding for Plant Disease Resistance” PLANTSs (2023-
present)

Participation as expert or member panel for Poland Ministry (Expert Panel Meeting NZ9 OPUS37)
(2017 and 2020) for BBSRC (UK) (2012) and for FWO Postdoctoral Fellows (2014) and PRIN and
Italian University (UD) and for ANVUR.
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Pre-symptomatic detection of Plasmopara viticola infection in grapevine leaves using
chlorophyll fluorescence imaging. Europ. J. of Plant Path. 125:291-302

Bellin D, Ferrarini A, Chimento A, Kaiser O, Levenkova N, Bouffard P, Delledonne M.
(2009) Combining next-generation pyrosequencing with microarray for large scale
expression analysis in non-model species. BMC Genomics. Nov 24;10:555.

Bellin D, Peressotti E, Merdinoglu D, Wiedemann-Merdinoglu S, Adam-Blondon AF,
Cipriani G, Morgante M, Testolin R, Di Gaspero G. (2009) Resistance to Plasmopara
viticola in grapevine 'Bianca’' is controlled by a major dominant gene causing localised
necrosis at the infection site. Theor Appl Genet. Dec 120(1):163-76.

Pajerowska-Mukhtar K, Stich B, Achenbach U, Ballvora A, Liibeck J, Strahwald J, Tacke
E, Hofferbert HR, llarionova E, Bellin D, Walkemeier B, Basekow R, Kersten B, Gebhardt
C. (2009) Single nucleotide polymorphisms in the allene oxide synthase 2 gene are
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La sottoscritta Diana Bellin nata a VVerona il 14/08/1973 C.F. BLLDNI73M54L781E e residente in
Via Muretti n. 4 a Costermano sul Garda (VR), 37010, consapevole della responsabilita penale
prevista per le ipotesi di falsita ai sensi degli artt. 46 e 47 del DPR 445/2000, dichiara di essere in
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Verona, 25 Febbraio 2024
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